Supplementary Figure 1 Alignment of the amino acid residues of TAS2R16 of various primates. Data were downloaded from the KEGG database for the locus in human (50833), chimpanzee (494113), gorilla (101146077), and orangutan (100456265), and aligned using ClustalW with those of the white-headed langur and macaque (Imai et al., 2012) . Amino acid residues differences with respect to human TAS2R16 are shadowed. Macaque-specific residues are numbered and the NcoI site is indicated at the bottom.
Supplementary Figure 2 The sensitivities of wild-type and mutant human TAS2R16 to arbutin. EC50 values of site-directed mutants of human TAS2R16 are plotted with wild-type human and macaque TAS2R16. The values are derived from at least three independent experiments (*p < 0.01 compared to the wild type). (Inset) ΔF/F [ΔF/F = (F − F0)/F0], which is the normalized peak response relative to background fluorescence (F0), was plotted against the concentration of arbutin. EC50 values were calculated by fitting the response curves using the Hill equation for each experiment. The chemical structure of arbutin is also described.
